PIRCHE, DRTC and CTLp Are Directly Correlated with HLA Mismatch and May Be Predictive of Rejection
in Kidney Transplant Patients
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Figure 3. PIRCHE-II Correlation with (A) number of HLA mismatches and (B) Total DRTC. (A) Higher Figure 5. Elevated (A-B) CD8+ DRTC and (C) PIRCHE-II scores is associated with the occurrence of
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representativeness. generated DRTCs, PIRCHE-II scores and CTL immune responses, with detrimental effects
Figure 1. Experimental schema. (A) DRTC identification. CFSE-labeled recipient (R) and PKH-labeled = Lack of mechanistic findings. Incorporate in-depth analysis to investigate the precise observed post-transplantation.
irradiated donor (Dx) PBMCs were co-cultured to generate (R) DRTCs, followed by identification and molecular and cellular mechanisms driving the observed correlation between generated * This underscores the need for careful and comprehensive immunological evaluations of
FACS sorting of CD4+/ CD8+ DRTCs. The TCR-B chains of sorted DRTCs were then amplified and DRTCs, PIRCHE-II scores, CTLp frequencies with HLA mismatches. recipients against donors prior to transplantation.
sequenced using TCR-AlloSeq to identify repertoire of TCR sequences. Additionally, (B) PIRCHE and
(C) CTLp analysis were done to determine the extent of immune responses based on the degree of
HLA mismatches between (R) and (Dx).
M Northwestern Medicine Jeyamogan S: None. Sanders JM: None. He J: None. Niemann M: Employee of PIRCHE ® AG, a commercial entity. Xu H: None. Leventhal JR: None. Mathew JM: None.

Feinberg School of Medicine



