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Pearson r = −0.66 
p−val =  0.005
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HISDEG−PWY: L−histidine degradation I
PWY−6168: flavin biosynthesis III (fungi)

PWY−6126: superpathway of adenosine nucleotides de novo biosynthesis II
ANAGLYCOLYSIS−PWY: glycolysis III (from glucose)

UNINTEGRATED
ARO−PWY: chorismate biosynthesis I

BRANCHED−CHAIN−AA−SYN−PWY: superpathway of branched chain amino acid biosynthesis
COMPLETE−ARO−PWY: superpathway of aromatic amino acid biosynthesis

PWY−5103: L−isoleucine biosynthesis III
ARGSYN−PWY: L−arginine biosynthesis I (via L−ornithine)

PWY−7400: L−arginine biosynthesis IV (archaebacteria)
PWY−7357: thiamine phosphate formation from pyrithiamine and oxythiamine (yeast)

GLUTORN−PWY: L−ornithine biosynthesis I
PWY−7234: inosine−5'−phosphate biosynthesis III

ARGSYNBSUB−PWY: L−arginine biosynthesis II (acetyl cycle)
CALVIN−PWY: Calvin−Benson−Bassham cycle

PWY0−1479: tRNA processing
PWY0−845: superpathway of pyridoxal 5'−phosphate biosynthesis and salvage

NONOXIPENT−PWY: pentose phosphate pathway (non−oxidative branch) I
PWY−5188: tetrapyrrole biosynthesis I (from glutamate)

PWY0−162: superpathway of pyrimidine ribonucleotides de novo biosynthesis
PYRIDOXSYN−PWY: pyridoxal 5'−phosphate biosynthesis I

PWY0−1241: ADP−L−glycero−&beta;−D−manno−heptose biosynthesis
PWY0−1297: superpathway of purine deoxyribonucleosides degradation

PWY−6936: seleno−amino acid biosynthesis (plants)
PWY4LZ−257: superpathway of fermentation (Chlamydomonas reinhardtii)

P161−PWY: acetylene degradation (anaerobic)
FUCCAT−PWY: fucose degradation

PWY−5347: superpathway of L−methionine biosynthesis (transsulfuration)
HOMOSER−METSYN−PWY: L−methionine biosynthesis I

METSYN−PWY: superpathway of L−homoserine and L−methionine biosynthesis
MET−SAM−PWY: superpathway of S−adenosyl−L−methionine biosynthesis
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A. MUCINIPHILA ABUNDANCE 
CORRELATED INVERSELY 

WITH NEOINTIMAL 
HYPERPLASIA
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FUTURE DIRECTIONS: Further validation with either transplant of pure cultures of A. muciniphila or a synthetic community of closely related commensals and identification of a mechanistic link 

Akkermansia muciniphila abundance (clr transformed)
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*Cefo = cefoperazone


